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Hyphomicrobium methylovorum, validation, 438 
Hyphomicrobium strains 

avirulence, 565 
“‘Hyphomonas’”’ strains 

avirulence, 565 


‘ 
#9 
= 
: 
4 
x | 


vi SUBJECT INDEX 


ICSB XIII International Congress of Microbiology 
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Pseudomonas pseudoalcaligenes subsp. konjaci 
subsp. nov., 539 
Pseudomonas rRNA cistrons 
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Request for an opinion 
assignment of ATCC 27377 to Planctomyces 
Pasteuria ramosa Metchnikoff 1888, 666 
staleyi sp. nov. and conservation of 
proposal to designate NCIB 11664 in place of NCIB 
4112 (ATCC 23767) as the type strain of Aceto- 
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Streptococcus sobrinus nom. rev., habitat, 883 
Streptomyces sulfonofaciens sp. nov., 321 
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